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Quail 3 U GTG ATA CCC TCT GCT AGA C
Quail 3 L CAGTCGGGCGTCATCA CCA GCA ATA CAA GAG TTT A 
Quail 9 U TGG CTG AAC TGA TGT ATT A 
Quail 9 L CAGTCGGGCGTCATCA CCT GGA GTA TTA GCA CAC A 
Quail 10 U CAGTCGGGCGTCATCA GCA GGA AAT AGA TAG GTA GAT  
Quail 10 L CCA CTC ACT GCC TTA CTA 
Quail 11 U CAGTCGGGCGTCATC AGC TCA TTC TCA TTC ATA TT 
Quail 11 L ACT GAA AAC AAG CAA GTT A 
Quail 13 U CAGTCGGGCGTCATC AAA CAG TTC AAG TCT TCA AAT A 
Quail 13 L GCA GTC TTC GCT TGA TAC 
Quail 14 U CAGTCGGGCGTCATCA GCA TTT GCG TTT AAG TAA G 
Quail 14 L CCA AGC TCA GTG TCT AAG A 
Quail 16 U TGA AAT GAT GTG AGG AGT AT 
Quail 16 L CAGTCGGGCGTCATCA AAT CCT CAT AGT TCT TCA CAT A 
Quail 17 U TTG TTG CCT TTC TTG TAA 
Quail 17 L CAGTCGGGCGTCATC AAT AAA ACC AAA GAT CAT TAG TA
Quail 21 U GGAAACAGCTATGACCATG CAC ACA CAA AAT GAG TAA GT
Quail 21 L TAA AAT GGG AAC AGT GTC 
Quail 22 U TGA TCC CTA AAA CAA CAT A
Quail 22 L CAGTCGGGCGTCATCA CCT TGG ACC TCT GTA AT 
Quail 23 U CAGTCGGGCGTCATCA GAT TCA CTG CAT TTG TTA G 
Quail 23 L GGC AGA AAC TTA TGA CAT 
Quail 24 U GGAAACAGCTATGACCATG AAA TGT GTT GAA GGA AGT AT 
Quail 24 L CTG TTT GCC TCC AGT C 
Quail 25 U CAGTCGGGCGTCATC AGG TAT TCT ATC AAG ATT CTA TC 
Quail 25 L GTT TTT GTT ACG CAG TTT 
Quail 26 U CAGTCGGGCGTCATCA CCT AGA ACA AAG CAC AG 
Quail 26 L TCC TTA TTT GAG AGC TTA 
Quail 27 U TAG TCA GTG AAG CAA TAA G 
Quail 27 L CAGTCGGGCGTCATCA CCA GAA TTT CGA TAC AC 
Quail 30 U CAGTCGGGCGTCATC AAT AAA ACC AGA AAT AAA CTC A 
Quail 30 L CGA TCC ACC TGA AAG TA 
Quail 31 U GTG CTT GAG AAA TGA GTT A 
Quail 31 L CAGTCGGGCGTCATCA GCA GGC AAA ATC TAA AC 
Quail 32 U GGAAACAGCTATGACCATG AAG ATA TGC AGG TTA GAT TA 
Quail 32 L TTC CCA CCA TGT TAT CTA 
Quail 34 U TTG GTC AGG AAT CAC ATA 
Quail 34 L GGAAACAGCTATGACCAT GCA GGA GAC AGA CTA TGA 
Quail 41 U CAGTCGGGCGTCATC ACT TGT TTT ACT TCT GGA ATA 
Quail 41 L AAA TGT TTC TGG GAT CTT 
Quail 44 U CAGTCGGGCGTCATCA TCC ACA GCA GGT CAG TA 
Quail 44 L CCC TCT CCA CTT GGT ATA
Quail 46 U CTA CTG AAC CGT GAT GTA T 
Quail 46 L CAGTCGGGCGTCATCA GTT TAA CAG TTC CAT GAA TAT 
Quail 47 U TAT CCA TCT CTC CAT CTA TCT 
Quail 47 L CAGTCGGGCGTCATCA GCT CCA GGA AAA CAT AAT 
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Table 1. Characterization of 23 primer pairs that amplify microsatellites from Colinus virginianus.  Sequences used to introduce sites for the universal fluorescent primer are in italics.  
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